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(C) REFERENCE /DOCKET NUMBER: TSRI 4 09.1 

(ix) TELECOMMUNICATION INFORMATION: 

(A) TELEPHONE: 858-554-2937 

(B) TELEFAX: 858-554-6312 

(2) INFORMATION FOR SEQ ID NO : 1 : 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 687 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS : single 

( D ) TOPOLOGY : 1 inear 

(ii) MOLECULE TYPE: cDNA 
(iii) HYPOTHETICAL: NO 
(iv) ANTI- SENSE: NO 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO : 1 : 

CTCGAGCAGT CTGGGGCTGA GGTGAAGAAG CCTGGGTCCT CGGTGAAGGT CTCCTGCAGG 6 0 

GCTTCTGGAG GCACCTTCAA CAATTATGCC ATCAGCTGGG TGCGACAGGC CCCTGGACAA 12 0 

GGGCTTGAGT GGATGGGAGG GATCTTCCCT TTCCGTAATA CAGCAAAGTA CGCACAACAC 180 

TTCCAGGGCA GAGTCACCAT TACCGCGGAC GAATCCACGG GCACAGCCTA CATGGAGCTG 24 0 

AGCAGCCTGA GATCTGAGGA CACGGCCATA TATTATTGTG CGAGAGGGGA TACGATTTTT 3 00 

GGAGTGACCA TGGGATACTA CGCTATGGAC GTCTGGGGCC AAGGGACCAC GGTCACCGTC 360 

TCCGCAGCCT CCACCAAGGG CCCATCGGTC TTCCCCCTGG CACCCTCCTC CAAGAGC AC C 42 0 

TCTGGGGGCA CAGCGGCCCT GGGCTGCCTG GTCAAGGACT ACTTCCCCGA ACCGGTGACG 480 

GTGTCGTGGA ACTCAGGCGC CCTGACCAGC GGCGTGCACA CCTTCCCGGC TGTCCTACAG 54 0 

TCCTCAGGAC TCTACTCCCT CAGCAGCGTG GTGACCGTGC CCTCCAGCAG CTTGGGCACC 6 00 

CAGACCTACA TCTGCAACGT GAATCACAAG CCCAGCAACA CCAAGGTGGA CAAGAAAGCA 660 

GAGCCCAAAT CTTGTGACAA AACTAGT 687 
(2) INFORMATION FOR SEQ ID NO : 2 : 

(i) SEQUENCE CHARACTERISTICS: 
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(A) LENGTH: 646 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS : single 

( D ) TOPOLOGY : 1 inear 

(ii) MOLECULE TYPE: cDNA 
(iii) HYPOTHETICAL: NO 
(iv) ANT I- SENSE: NO 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO : 2 : 

GAGCTCACGC AGTCTCCAGG CACCCTGTCT TTGTCTCCAG GGGAAAGAGC CACCCTCTCC 60 

TGCAGGGCCA GTCACAGTGT TAGCAGGGCC TACTTAGCCT GGTACCAGCA GAAACCTGGC 120 

CAGGCTCCCA GGCTCCTCAT CTATGGTACA TCCAGCAGGG CCACTGGCAT CCCAGACAGG 180 

TCCAGTGGCA GTGGGTCTGG GACAGAC TTC ACTCTCACCA TCAGCAGACT GGAGCCTGAA 240 

GATTTTGCAG TGTACTACTG TCAGCAGTAT GGTGGCTCAC CGTGGTTCGG CCAAGGGACC 3 00 

AAGGTGGAAC TCAAACGAAC TGTGGCTGCA CCATCTGTCT TCATCTTCCC GCCATCTGAT 360 

GAGCAGTTGA AATCTGGAAC TGCCTCTGTT GTGTGCCTGC TGAATAACTT CTATCCCAGA 420 

GAGGCCAAAG TACAGTGGAA GGTGGATAAC GCCCTCCAAT CGGGTAACTC CCAGGAGAGT 4 80 

GTCACAGAGC AGG AC AG C AA GGACAGCACC TACAGCCTCA GCAGCACCCT GACGCTGAGC 540 

AAAGCAGACT ACGAGAAACA CAAAGTCTAC GCCTGCGAAG TCACCCATCA GGGCCTGAGT 6 00 

TCGCCCGTCA CAAAGAGCTT CAACAGGGGA GAGTGTTAAT TCTAGA 646 
(2) INFORMATION FOR SEQ ID NO : 3 : 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 21 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS : single 

(D) TOPOLOGY: linear 

(ii) MOLECULE TYPE: cDNA 
(iii) HYPOTHETICAL: NO 



(iv) ANTI- SENSE: NO 





- 95 - 



TSRI 409.1 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 3: 



GAATTCTAAA CTAGCTAGTC G 



21 



(2) INFORMATION FOR SEQ ID NO : 4 : 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 21 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS : single 

(D) TOPOLOGY: linear 

(ii) MOLECULE TYPE: cDNA 
(iii) HYPOTHETICAL: NO 
(iv) ANTI -SENSE: YES 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO : 4 : 
ATACTGCTGA CAGTAATACA C 21 
(2) INFORMATION FOR SEQ ID NO : 5 : 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 57 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: single 

(D) TOPOLOGY: linear 

(ii) MOLECULE TYPE: cDNA 
(iii) HYPOTHETICAL: NO 
(iv) ANTI -SENSE: NO 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO : 5 : 
TATTACTGTC AGCAGTATNN KNNKNNKNNK ACTTTCGGCG GAGGGACCAA GGTGGAG 57 
(2) INFORMATION FOR SEQ ID NO : 6 : 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 21 base pairs 

(B) TYPE: nucleic acid 



(C) STRANDEDNESS: single 

(D) TOPOLOGY: linear 




• 
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(ii) MOLECULE TYPE: cDNA 



(iii) HYPOTHETICAL : NO 



(iv) ANTI -SENSE : YES 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO : 6 : 



AATACGACTC ACTATAGGGC G 



21 



(2) INFORMATION FOR SEQ ID NO : 7 : 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 48 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS : single 

( D ) TOPOLOGY : 1 inear 

(ii) MOLECULE TYPE: cDNA 
(iii) HYPOTHETICAL: NO 
(iv) ANTI -SENSE: NO 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO : 7 : 
TATTACTGTC AGCAGTATNN KNNKNNKNNK ACTTTCGGCG GAGGGACC 48 
(2) INFORMATION FOR SEQ ID NO : 8 : 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 60 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS : single 

( D ) TOPOLOGY : 1 inear 

(ii) MOLECULE TYPE: cDNA 
(iii) HYPOTHETICAL: NO 
(iv) ANTI -SENSE: NO 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO : 8 : 
TATTACTGTC AGCAGTATNN KNNKNNKNNK NNKACTTTCG GCGGAGGGAC CAAGGTGGAG 60 




• 
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(2) INFORMATION FOR SEQ ID NO : 9 : 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 51 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS : single 

(D) TOPOLOGY: linear 

(ii) MOLECULE TYPE: cDNA 
(iii) HYPOTHETICAL: NO 
(iv) ANTI- SENSE: NO 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO : 9 : 
TATTACTGTC AGCAGTATNN KNNKNNKNNK NNKACTTTCG GCGGAGGGAC C 51 
(2) INFORMATION FOR SEQ ID NO: 10: 

(i) SEQUENCE CHARACTERISTICS : 

(A) LENGTH: 75 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: single 

(D) TOPOLOGY: linear 

(ii) MOLECULE TYPE: cDNA 
(iii) HYPOTHETICAL: NO 
(iv) ANTI -SENSE : NO 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 10: 
GATTTTGCAG TGTATTACTG TCAGCAGTAT NNKNNKNNKN NKNNKNNKAC TTTCGGCGGA 60 
GGGACCAAGG TGGAG 75 
(2) INFORMATION FOR SEQ ID NO: 11: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 54 base pairs 

(B) TYPE: nucleic acid 



(C) STRANDEDNESS: single 

(D) TOPOLOGY: linear 



(ii) MOLECULE TYPE: cDNA 
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(iii) HYPOTHETICAL: NO 



(iv) ANTI -SENSE: NO 



<xi) SEQUENCE DESCRIPTION: SEQ ID NO: 11: 



TATTACTGTC AGCAGTATNN KNNKNNKNNK NNKNNKACTT TCGGCGGAGG GACC 



54 



(2) INFORMATION FOR SEQ ID NO: 12: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 75 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: single 

(D) TOPOLOGY: linear 

(ii) MOLECULE TYPE: cDNA 
(iii) HYPOTHETICAL: NO 
(iv) ANTI -SENSE: NO 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 12: 
GATTTTGCAG TGTATTACTG TNNKNNKNNK NNKNNKNNKN NKNNKNNKNN KTTCGGCGGA 60 
GGGACCAAGG TGGAG 7 5 

(2) INFORMATION FOR SEQ ID NO: 13: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 70 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: single 

(D) TOPOLOGY: linear 

(ii) MOLECULE TYPE: cDNA 
(iii) HYPOTHETICAL: NO 
(iv) ANTI-SENSE: YES 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 13: 
GTTCCACCTT GGTCCCTTGG CCGAAMNNMN NMNNMNNMNN MNNMNNMNNA CAGTAGTACA 



60 




• 
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CTGCAAAATC 



70 



(2) INFORMATION FOR SEQ ID NO: 14: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 76 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS : single 

(D) TOPOLOGY: linear 

(ii) MOLECULE TYPE: cDNA 
(iii) HYPOTHETICAL: NO 
(iv) ANTI -SENSE: YES 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 14: 

GTTCCACCTT GGTCCCTTGG CCGAAMNNMN NMNNMNNMNN MNNMNNMNNM NNMNNACAGT 6 0 

AGTACACTGC AAAATC 76 
(2) INFORMATION FOR SEQ ID NO: 15: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 94 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: single 

(D) TOPOLOGY: linear 

(ii) MOLECULE TYPE: cDNA 
(iii) HYPOTHETICAL: NO 
(iv) ANTI -SENSE: YES 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 15: 
GTTCCACCTT GGTCCCTTGG CCGAAMNNMN NMNNMNNMNN MNNMNNMNNM NNMNNMNNMN 60 
NMNNMNNMNN MNNACAGTAG TACACTGCAA AATC 94 
(2) INFORMATION FOR SEQ ID NO: 16: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 25 base pairs 

(B) TYPE: nucleic acid 



(C) STRANDEDNESS: single 
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(D) TOPOLOGY : linear 
(ii) MOLECULE TYPE: cDNA 
(iii) HYPOTHETICAL: NO 
(iv) ANT I- SENSE: NO 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 16 



TTCGGCCAAG GGACCAAGGT GGAAC 



(2) INFORMATION FOR SEQ ID NO: 17: 



(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 22 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: single 

( D ) TOPOLOGY : 1 inear 



(ii) MOLECULE TYPE: CDNA 



(iii) HYPOTHETICAL: NO 



(iv) ANT I- SENSE: NO 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 17 



GCAATTAACC CTCACTAAAG GG 



(2) INFORMATION FOR SEQ ID NO: 18: 



(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 24 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: single 

( D ) TOPOLOGY : 1 inear 



(ii) MOLECULE TYPE: cDNA 



(iii) HYPOTHETICAL: NO 



(iv) ANTI-SENSE: YES 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 18 




m 
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TCTCGCACAG TAATACACGG CCGT 



24 



(2) INFORMATION FOR SEQ ID NO: 19: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 57 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS : single 

(D) TOPOLOGY: linear 

(ii) MOLECULE TYPE: cDNA 
(iii) HYPOTHETICAL: NO 
(iv) ANT I- SENSE: NO 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 19: 
GCCGTGTATT ACTGTGCGAG ANNKNNKNNK GACNNKTGGG GCCAAGGGAC CACGGTC 57 
(2) INFORMATION FOR SEQ ID NO: 20: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 21 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: single 

(D) TOPOLOGY: linear 

(ii) MOLECULE TYPE: cDNA 
(iii) HYPOTHETICAL: NO 
(iv) ANTI- SENSE: YES 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 20: 
TTGATATTCA CAAACGAATG G 21 
(2) INFORMATION FOR SEQ ID NO: 21: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 72 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: single 

(D) TOPOLOGY: linear 

(ii) MOLECULE TYPE: cDNA 




• 
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(iii) HYPOTHETICAL: NO 



(iv) ANT I- SENSE: NO 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 21: 



GCCGTGTATT ACTGTGCGAG AGGTNNKNNK NNKNNKNNKN NKNNKGACNN KTGGGGCCAA 



60 



GGGACCACGG TC 



72 



(2) INFORMATION FOR SEQ ID NO:22: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 90 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS : single 

(D) TOPOLOGY: linear 

(ii) MOLECULE TYPE: cDNA 
(iii) HYPOTHETICAL: NO 
(iv) ANT I- SENSE: NO 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO:22: 
GCCGTGTATT ACTGTGCGAG AGGTNNKNNK NNKNNKNNKN NKNNKNNKNN KNNKNNKNNK 6 0 

NNKGACNNKT GGGGCCAAGG GACCACGGTC 90 
(2) INFORMATION FOR SEQ ID NO: 23: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 51 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: single 

(D) TOPOLOGY: linear 

(ii) MOLECULE TYPE: cDNA 
(iii) HYPOTHETICAL: NO 
(iv) ANT I- SENSE: NO 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO:23: 




m 
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GTGTATTATT GTGCGAGANN SNNSNNSNNS NNSTGGGGCC AAGGGACCAC G 



51 



(2) INFORMATION FOR SEQ ID NO: 24: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 66 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS : single 

(D) TOPOLOGY: linear 

(ii) MOLECULE TYPE: cDNA 
(iii) HYPOTHETICAL: NO 
(iv) ANTI- SENSE: NO 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 24: 
GTGTATTATT GTGCGAGANN SNNSNNSNNS NNSNNSNNSN NSNNSNNSTG GGGCCAAGGG 60 
ACCACG 66 
(2) INFORMATION FOR SEQ ID NO: 25: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 84 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: single 

(D) TOPOLOGY: linear 

(ii) MOLECULE TYPE: cDNA 
(iii) HYPOTHETICAL: NO 
(iv) ANTI -SENSE: NO 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 25: 
GTGTATTATT GTGCGAGANN SNNSNNSNNS NNSNNSNNSN NSNNSNNSNN SNNSNNSNNS 6 0 

NNSNNSTGGG GCCAAGGGAC CACG 84 
(2) INFORMATION FOR SEQ ID NO: 26: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 17 base pairs 

(B) TYPE: nucleic acid 



(C) STRANDEDNESS: single 
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(D) TOPOLOGY: linear 
(ii) MOLECULE TYPE: cDNA 
(iii) HYPOTHETICAL: NO 
(iv) ANTI-SENSE: NO 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 26 



TATACTGTCA GCAGTAT 



(2) INFORMATION FOR SEQ ID NO: 27: 



(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 3 0 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS : single 

(D) TOPOLOGY: linear 



(ii) MOLECULE TYPE: cDNA 



(iii) HYPOTHETICAL: NO 



(iv) ANTI -SENSE: NO 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO:27 



GATTTTGCAG TGTATTACTG TCAGCAGTAT 



(2) INFORMATION FOR SEQ ID NO: 28: 



(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 2 7 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: single 

(D) TOPOLOGY: linear 



(ii) MOLECULE TYPE: cDNA 



(iii) HYPOTHETICAL: NO 



(iv) ANTI -SENSE: NO 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 28 




• 
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ACTTTCGGCG GAGGGACCAA GGTGGAG 



27 



(2) INFORMATION FOR SEQ ID NO: 29: 

(i) SEQUENCE CHARACTERISTICS : 

(A) LENGTH: 18 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS : single 

(D) TOPOLOGY: linear 

(ii) MOLECULE TYPE: cDNA 
(iii) HYPOTHETICAL: NO 
(iv) ANTI -SENSE: NO 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 29: 
ACTTTCGGCG GAGGGACC 18 
(2) INFORMATION FOR SEQ ID NO: 30: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 2 5 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: single 

(D) TOPOLOGY: linear 

(ii) MOLECULE TYPE: CDNA 
(iii) HYPOTHETICAL: NO 
(iv) ANTI -SENSE: NO 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 30: 
GTTCCACCTT GGTCCCTTGG CCGAA 25 
(2) INFORMATION FOR SEQ ID NO: 31: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 21 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: single 

(D) TOPOLOGY: linear 

(ii) MOLECULE TYPE: cDNA 




• 



- 106 - 



TSRI 409.1 



(iii) HYPOTHETICAL: NO 
(iv) ANTI -SENSE: NO 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 31: 



(2) INFORMATION FOR SEQ ID NO: 32: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 10 amino acids 

(B) TYPE: amino acid 
(D) TOPOLOGY: linear 

(ii) MOLECULE TYPE: protein 

(v) FRAGMENT TYPE: internal 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO:32: 

Gly Trp Ser Arg Trp Ser Gly Leu Asp Trp 
15 10 

(2) INFORMATION FOR SEQ ID NO: 33: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 10 amino acids 

(B) TYPE: amino acid 
(D) TOPOLOGY: linear 

(ii) MOLECULE TYPE: protein 

(v) FRAGMENT TYPE: internal 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 33: 

Ser Ser Thr Lys lie Met Arg Leu Asp Thr 
15 10 

(2) INFORMATION FOR SEQ ID NO: 34: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 10 amino acids 

(B) TYPE: amino acid 
(D) TOPOLOGY: linear 



ACAGTAGTAC ACTGCAAAAT C 



21 




m 
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<ii) MOLECULE TYPE: protein 



(v) FRAGMENT TYPE: internal 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 34: 



Gly Met Phe Arg Arg Gly Phe Tyr Asp Arg 
15 10 



(2) INFORMATION FOR SEQ ID NO: 35: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 15 amino acids 

(B) TYPE: amino acid 
(D) TOPOLOGY: linear 

(ii) MOLECULE TYPE: protein 

(v) FRAGMENT TYPE: internal 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 35: 

Gly Val Arg Asn Asn Phe Gly Arg Trp His Trp Val Trp Asp Ser 
15 10 15 

(2) INFORMATION FOR SEQ ID NO: 36: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 16 amino acids 

(B) TYPE: amino acid 
(D) TOPOLOGY: linear 

(ii) MOLECULE TYPE: cDNA 

(v) FRAGMENT TYPE: internal 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO:36: 

Gly Arg Ala Val Arg Gly Ser Arg Lys Arg Val Leu Gly Tyr Asp Arg 
15 10 15 



(2) INFORMATION FOR SEQ ID NO: 37: 



(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 16 amino acids 
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(B) TYPE: amino acid 
(D) TOPOLOGY: linear 

(ii) MOLECULE TYPE: protein 

(v) FRAGMENT TYPE: internal 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO:37: 

Gly Arg Pro Gly Val Val Arg Arg Arg lie Ala Pro Arg Met Asp lie 
15 10 15 



(2) INFORMATION FOR SEQ ID NO: 38: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 16 amino acids 

(B) TYPE: amino acid 
(D) TOPOLOGY: linear 

(ii) MOLECULE TYPE: protein 

(v) FRAGMENT TYPE: internal 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO:38: 

Gly Pro Lys Gly Val Phe Pro Arg Trp Gly Met Ala Ser Phe Asp Arg 
15 10 15 



(2) INFORMATION FOR SEQ ID NO: 39: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 16 amino acids 

(B) TYPE: amino acid 
(D) TOPOLOGY: linear 

(ii) MOLECULE TYPE: protein 

(v) FRAGMENT TYPE: internal 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 39: 



Gly Val Asn Leu Phe Arg Val Arg Asn Ser Arg Pro His Leu Asp Met 
15 10 15 



% 
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(2) INFORMATION FOR SEQ ID NO: 40: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 10 amino acids 

(B) TYPE: amino acid 
(D) TOPOLOGY: linear 

(ii) MOLECULE TYPE: protein 

(v) FRAGMENT TYPE: internal 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 40: 

Gly Leu Arg Gly Ser Arg Gly Phe Asp Arg 
15 10 

(2) INFORMATION FOR SEQ ID NO: 41: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 10 amino acids 

(B) TYPE: amino acid 
(D) TOPOLOGY: linear 

(ii) MOLECULE TYPE: protein 

(v) FRAGMENT TYPE: internal 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO:41: 

Gly Ser Trp Leu Arg Gly Pro Tyr Asp Met 
15 10 

(2) INFORMATION FOR SEQ ID NO: 42: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 10 amino acids 

(B) TYPE: amino acid 
(D) TOPOLOGY: linear 

(ii) MOLECULE TYPE: protein 

(v) FRAGMENT TYPE: internal 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 42: 
Gly Thr Leu Gly Glu Gly Gly Tyr Asp Arg 
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1 



5 



10 



(2) INFORMATION FOR SEQ ID NO:43: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 16 amino acids 

(B) TYPE: amino acid 
(D) TOPOLOGY: linear 

(ii) MOLECULE TYPE: protein 

(v) FRAGMENT TYPE: internal 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO:43: 

Gly Trp Arg Ser Ser Arg Gly Val Val Trp Val Phe Ser Gly Asp Ala 
15 10 15 



(2) INFORMATION FOR SEQ ID NO:44: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 16 amino acids 

(B) TYPE: amino acid 
(D) TOPOLOGY: linear 

(ii) MOLECULE TYPE: protein 

(v) FRAGMENT TYPE: internal 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 44: 

Gly Asp Trp Gly Trp Phe Thr Arg Val Ala Thr Trp Arg Pro Asp Val 
15 10 15 



(2) INFORMATION FOR SEQ ID NO: 45: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 10 amino acids 

(B) TYPE: amino acid 
(D) TOPOLOGY: linear 

(ii) MOLECULE TYPE: protein 



(v) FRAGMENT TYPE: internal 




• 
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(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 45: 
Gin Gin Tyr Leu Pro Gly Gly Arg Tyr Thr 



(2) INFORMATION FOR SEQ ID NO:46: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 9 amino acids 

(B) TYPE: amino acid 
( D ) TOPOLOGY : 1 inear 

(ii) MOLECULE TYPE: protein 

(v) FRAGMENT TYPE: internal 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO:46: 

Gin Gin Tyr Arg Val Glu Gly Gin Thr 
1 5 

(2) INFORMATION FOR SEQ ID NO: 47: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 8 amino acids 

(B) TYPE: amino acid 
( D ) TOPOLOGY : 1 inear 

(ii) MOLECULE TYPE: protein 

(v) FRAGMENT TYPE: internal 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO:47: 

Gin Gin Tyr Gly Gly Ser Pro Trp 
1 5 

(2) INFORMATION FOR SEQ ID NO: 48: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 9 amino acids 

(B) TYPE: amino acid 
( D ) TOPOLOGY : 1 inear 

(ii) MOLECULE TYPE: protein 



1 



5 



10 



(v) FRAGMENT TYPE: internal 




• 
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(xi) SEQUENCE DESCRIPTION: SEQ ID NO:48: 
Gin Gin Tyr Ser Arg His Arg Phe Thr 



(2) INFORMATION FOR SEQ ID NO: 49: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 10 amino acids 

(B) TYPE: amino acid 
(D) TOPOLOGY: linear 

(ii) MOLECULE TYPE: protein 

(v) FRAGMENT TYPE: internal 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO:49: 

Gin Gin Tyr Arg Tyr Pro Leu lie Trp Thr 
15 10 

(2) INFORMATION FOR SEQ ID NO: 50: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 9 amino acids 

(B) TYPE: amino acid 
(D) TOPOLOGY : linear 

(ii) MOLECULE TYPE: protein 

(v) FRAGMENT TYPE: internal 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 50: 

Gin Gin Tyr Gly Ser Ser Leu Trp Thr 
1 5 

(2) INFORMATION FOR SEQ ID NO: 51: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 9 amino acids 

(B) TYPE: amino acid 
(D) TOPOLOGY: linear 

(ii) MOLECULE TYPE: protein 



1 



5 



(v) FRAGMENT TYPE: internal 




• 



- 113 - 



TSRI 409.1 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 51: 
Gin Gin Tyr Thr Arg Pro Gly Val Thr 



(2) INFORMATION FOR SEQ ID NO: 52: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 9 amino acids 

(B) TYPE: amino acid 
( D ) TOPOLOGY : 1 inear 

(ii) MOLECULE TYPE: protein 

(v) FRAGMENT TYPE: internal 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 52: 

Gin Gin Tyr Ser Phe Lys Asn Trp Thr 
1 5 

(2) INFORMATION FOR SEQ ID NO: 53: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 9 amino acids 

(B) TYPE: amino acid 
(D) TOPOLOGY: linear 

(ii) MOLECULE TYPE: protein 

(v) FRAGMENT TYPE: internal 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 53: 

Gin Gin Tyr Gly Tyr Arg Lys Trp Thr 
1 5 

(2) INFORMATION FOR SEQ ID NO: 54: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 10 amino acids 

(B) TYPE: amino acid 
(D) TOPOLOGY: linear 



1 



5 



(ii) MOLECULE TYPE: protein 



t 




m 
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(v) FRAGMENT TYPE: internal 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 54: 
Gin Gin Tyr Thr Pro Arg Arg Gly Ala Thr 



(2) INFORMATION FOR SEQ ID NO: 55: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 10 amino acids 

(B) TYPE: amino acid 
(D) TOPOLOGY: linear 

(ii) MOLECULE TYPE: protein 

(v) FRAGMENT TYPE: internal 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 55: 

Gin Gin Tyr Thr Pro Arg Val Gly His Thr 
15 10 

(2) INFORMATION FOR SEQ ID NO: 56: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 10 amino acids 

(B) TYPE: amino acid 
(D) TOPOLOGY: linear 

(ii) MOLECULE TYPE: protein 

(v) FRAGMENT TYPE: internal 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 56: 

Gin Gin Tyr Lys Tyr Gly Arg Gly Met Thr 
15 10 

(2) INFORMATION FOR SEQ ID NO: 57: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 9 amino acids 

(B) TYPE: amino acid 
(D) TOPOLOGY: linear 



1 



5 



10 
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(ii) MOLECULE TYPE: protein 
(v) FRAGMENT TYPE: internal 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 57: 
Gin Gin Tyr Gly Lys Lys Gin Trp Thr 



(2) INFORMATION FOR SEQ ID NO: 58: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 9 amino acids 

(B) TYPE: amino acid 
(D) TOPOLOGY: linear 

(ii) MOLECULE TYPE: protein 

(v) FRAGMENT TYPE: internal 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO:58: 

Gin Gin Tyr Val Arg Arg Ser Gly Thr 
1 5 

(2) INFORMATION FOR SEQ ID NO: 59: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 10 amino acids 

(B) TYPE: amino acid 
(D) TOPOLOGY: linear 

(ii) MOLECULE TYPE: protein 

(v) FRAGMENT TYPE: internal 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 59: 

Gin Gin Tyr Gly Lys Arg Ser Pro Val Thr 
15 10 

(2) INFORMATION FOR SEQ ID NO: 60: 



1 



5 



(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 10 amino acids 

(B) TYPE: amino acid 
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<D) TOPOLOGY: linear 
(ii) MOLECULE TYPE: protein 
(v) FRAGMENT TYPE: internal 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO:60: 

Gin Gin Tyr Ala Arg Ala Thr Gly Leu Thr 
15 10 

(2) INFORMATION FOR SEQ ID NO: 61: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 10 amino acids 

(B) TYPE: amino acid 
(D) TOPOLOGY: linear 

(ii) MOLECULE TYPE: protein 

(v) FRAGMENT TYPE: internal 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 61: 

Gin Gin Tyr Ser Arg Phe Val Ser Arg Thr 
15 10 

(2) INFORMATION FOR SEQ ID NO: 62: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 280 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS : double 

(D) TOPOLOGY: linear 

(ii) MOLECULE TYPE: DNA (genomic) 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 62: 

GAGCTCACCC AGTCTCCATC CTCCCTGTCT GCATCTGTAG GAGACAGAGT CACCATCACT 60 

TGCCGGGCAA GTCAGCGCAT TAGCAGCTAT TTAAATTGGT ATCAGCAGGA ACCAGGGGAA 12 0 

GCCCCTAAGC TCCTGATCTA TGCTGCATCC AGGTTTGCAA AGTGGGGTCC CATCAAGGTT 180 

CAGTGGCAGT GGATCTGGGA CAGATTTCAC TCTCACCATC AGCAGTCTGC AACCTGAAGA 240 



% 
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TTTTGCAACT TACTACTGTC AACAGAGTTA CAGTACCCCG 2 80 

(2) INFORMATION FOR SEQ ID NO: 63: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 124 amino acids 

(B) TYPE: amino acid 
(D) TOPOLOGY: linear 

(ii) MOLECULE TYPE: protein 




(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 63: 

Leu Glu Ser Gly Gly Asp Leu Val Gin Pro Gly Gly Ser Leu Arg Leu 
15 10 15 

Ser Cys Glu Ala Ser Gly Phe Thr Phe Gly Ser Tyr Ala Met Thr Trp 
20 25 30 

Val Arg Gin Ala Pro Gly Lys Gly Leu Glu Trp Val Ser Ser Pro Ser 
35 40 45 

Ala Asn Gly Asp Phe Ala Tyr Tyr Ala Asp Ser Val Lys Gly Arg Phe 
50 55 60 

Thr lie Ser Arg Asp Lys Ser Lys His Thr Leu Phe Leu Gin Met His 
65 70 75 80 

Ser Leu Arg Val Glu Asp Thr Ala Val Tyr Tyr Cys Ala Lys Ala Gly 
85 90 95 

Arg lie Leu Gly Val Val Leu Trp Tyr Ser Leu Tyr Tyr Gly Phe Asp 
100 105 110 

Val Trp Gly Gin Gly Thr Thr Val Thr Val Ser Ser 
115 120 

(2) INFORMATION FOR SEQ ID NO: 64: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 118 amino acids 

(B) TYPE: amino acid 
(D) TOPOLOGY: linear 

(ii) MOLECULE TYPE: protein 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 64: 
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Leu Glu Gin Ser Gly Ala Glu Val Lys Lys Pro Gly Ala Ser Val Lys 
15 10 15 

Val Ser Cys Lys Ala Ser Gly Tyr Asn Phe Asn Ser His Asp lie Asn 
20 25 30 

Trp Val Arg Gin Ala Thr Gly Gin Gly Leu Glu Trp lie Gly Trp lie 
35 40 45 

Thr Asn Arg Gly Thr Thr Ser Arg Tyr Ala Gin Lys Phe Gin Gly Arg 
50 55 60 

Val Thr Met Thr Arg Asp Ala Ser lie Ser Thr Val Tyr Met Glu Leu 
65 70 75 80 

Ser Ser Leu Thr Ser Glu Asp Thr Ala Val Tyr Tyr Cys Ala Arg Gly 
85 90 95 

Ala Gly Ala Gly Gly Thr Trp Gly Met Asp Val Trp Gly Gin Gly Thr 
100 105 110 

Thr Val He Val Ser Ser 
115 

(2) INFORMATION FOR SEQ ID NO: 65: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 119 amino acids 

(B) TYPE: amino acid 
(D) TOPOLOGY: linear 

(ii) MOLECULE TYPE: protein 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 65: 

Gin Val Lys Leu Leu Glu Ser Gly Ala Glu Val Lys Lys Pro Gly Ala 
15 10 15 

Ser Val Lys Val Ser Cys Lys Ala Ser Gly Tyr Thr Phe Thr Gly His 
20 25 30 

Tyr Met His Trp Val Arg Gin Ala Pro Gly Gin Gly Leu Glu Trp He 
35 40 45 

Gly Trp He Ser Pro Asn Arg Gly Ala Thr Arg Phe Ala Gin Lys Phe 
50 55 60 



Gin Gly Arg Val Thr Met Thr Ser Asp Thr Ser He Asn Thr Val Tyr 
65 70 75 80 
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Met Glu Leu Ser Gly Leu Arg Phe Asp Asp Thr Ala Val Tyr Tyr Cys 
85 90 95 

Ala Thr Thr Arg Thr Ala Tyr Tyr Gly Met Asp Val Trp Gly Gin Gly 
100 105 110 

Thr Thr Val Thr Val Ser Ser 
115 

(2) INFORMATION FOR SEQ ID NO: 66: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 107 amino acids 

(B) TYPE: amino acid 
(D) TOPOLOGY: linear 

(ii) MOLECULE TYPE: protein 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 66: 

Glu Met Thr Gin Ser Pro Ser Ser Leu Ser Ala Ser Val Gly Asp Arg 
15 10 15 

Val Thr lie Thr Cys Arg Ala Ser Gin Ser lie Ser Ser Tyr lie Asn 
20 25 30 

Trp Tyr Gin Gin Lys Pro Gly Lys Ala Pro Lys Leu Leu lie Tyr Ala 
35 40 45 

Ala Ser Thr Leu Gin Ser Gly Val Pro Ser Arg Phe Ser Gly Ser Gly 
50 55 60 

Ser Gly Thr Asp Phe Thr Leu Thr lie Ser Ser Leu Gin Pro Glu Asp 
65 70 75 80 

Phe Ala Thr Tyr Tyr Cys Gin Gin Ser Tyr Ser Thr Pro Phe Thr Phe 
85 90 95 

Cys Pro Gly Thr Lys Val Asp lie Lys Arg Thr 
100 105 

(2) INFORMATION FOR SEQ ID NO: 67: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 107 amino acids 

(B) TYPE: amino acid 
(D) TOPOLOGY: linear 



(ii) MOLECULE TYPE: protein 
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(xi) SEQUENCE DESCRIPTION: SEQ ID NO:67: 

Glu Met Thr Gin Ser Pro Ser Ser Leu Ser Ala Ser Val Gly Asp Arg 
15 10 15 

Val Thr lie Thr Cys Arg Ala Ser Gin Arg lie Ser Ser Tyr lie Asn 
20 25 30 

Trp Tyr Gin Gin Glu Lys Pro Gly Ala Pro Lys Leu Leu lie Tyr Ala 
35 40 45 

Ala Ser Ser Leu Gin Ser Gly Val Pro Ser Arg Phe Ser Gly Ser Gly 
50 55 60 

Ser Gly Thr Asp Phe Thr Leu Thr lie Ser Ser Leu Gin Pro Glu Asp 
65 70 75 80 

Phe Ala Thr Tyr Tyr Cys Gin Gin Ser Tyr Ser Thr Pro Tyr Thr Phe 
85 90 95 

Cys Gin Gly Thr Lys Leu Glu lie Lys Arg Thr 
100 105 

(2) INFORMATION FOR SEQ ID NO: 68: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 10 9 amino acids 

(B) TYPE: amino acid 
(D) TOPOLOGY: linear 

(ii) MOLECULE TYPE: protein 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 68: 



Glu Leu Val Met Thr Gin Ser Pro 
1 5 

Asp Thr Val Thr He Thr Cys Arg 
20 

Ser Asn Trp Tyr Gin Gin Gin Pro 
35 40 



Ser Ser Leu Ser Ala Ser Glu Gly 
10 15 

Ala Ser Glu Asn He Ser Arg Tyr 

25 30 

Gly Lys Ala Pro Lys Leu Leu He 
45 



Ser Ala Ala Ser Thr Leu Gin Ser Gly Val Pro Ser Arg Phe Ser Gly 
50 55 60 



Ser Gly Ser Gly Thr His Phe Thr Leu Thr He Asn Ser Leu Gin Pro 
65 70 75 80 
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Gly Asp Phe Ala Thr Tyr Tyr Cys Gin Gin Thr Tyr Ser Ser Pro Phe 
85 90 95 

Thr Phe Cys Gin Gly Thr Lys Leu Glu lie Lys Arg Thr 
100 105 

(2) INFORMATION FOR SEQ ID NO: 69: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 109 amino acids 

(B) TYPE: amino acid 
(D) TOPOLOGY: linear 

(ii) MOLECULE TYPE: protein 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO:69: 

Glu Leu Val Met Thr Gin Ser Pro Ser Ser Leu Ser Ala Ser Val Gly 
1 5 10 15 

Asp Arg Val Thr lie Thr Cys Arg Ala Ser Gin Thr lie Gly Thr Tyr 
20 25 30 

lie Asn Trp Tyr Gin Gin Lys Pro Gly Glu Ala Pro Lys Leu Leu lie 
35 40 45 

Tyr Thr Ala Ser Thr Leu Gin Ser Gly Val Pro Ser Arg Phe Arg Gly 
50 55 60 

Ser Gly Ser Gly Thr Asp Phe Thr Leu Thr lie Ser Ser Leu Gin Pro 
65 70 75 80 

Glu Asp Phe Ala Thr Tyr Tyr Cys Gin Gin Ser Tyr Ser Thr Pro Trp 
85 90 95 

Thr Phe Cys Gin Gly Thr Lys Val Glu lie Lys Arg Thr 
100 105 

(2) INFORMATION FOR SEQ ID NO: 70: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 110 amino acids 

(B) TYPE: amino acid 
(D) TOPOLOGY: linear 

(ii) MOLECULE TYPE: protein 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 70: 



Glu Leu Val Met Thr 
1 5 

Asp Arg Val Thr lie 
20 

Tyr lie Asn Trp Tyr 
35 

lie Tyr Gly Thr Ser 
50 

Gly Ser Gly Ser Gly 
65 

Pro Glu Asp Phe Ala 
85 

Trp Thr Phe Cys Gin 
100 
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Gin Ser Pro Ser Ser Leu 
10 

Ser Gly Cys Arg Ala Ser 
25 

Arg Gin Lys Pro Gly Lys 
40 

Thr Leu Gin Ser Gly Val 
55 

Thr Asp Phe Thr Leu Thr 
70 75 

Thr Tyr Tyr Cys Gin Gin 
90 

Gly Thr Lys Val Glu lie 
105 



TSRI 

Ser Ala Ser Val Gly 
15 

Gin Asn lie Gly Lys 
30 

Ala Pro Glu Leu Leu 
45 

Pro Ser Arg Phe Ser 
60 

lie Ser Ser Leu Gin 
80 

Ser Tyr Ser Thr Pro 
95 

Lys Arg Thr 
110 



